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Relation between ALDH2 gene polymorphism and the severity of coronary artery disease and the
prognosis in patients with coronary heart disease "

GENG Xu'?, ZHANG Xianlin', WANG Jian', HUANG Yuli', ZHOU Kaien?, GAO Dasheng'®.
(1. Dept. of Cardiology, the 1* Affiliated Hospital of Bengbu Medical College, Bengbu 233000;
2. BengbuMaedical College, Bengbu 233030, China)

Abstract Objective: To investigate whether there are differences in the distribution characteristics of
aldehyde dehydrogenase 2( ALDH2) genotype and the levels of CRP, SOD and NLR in different coronary
artery disease groups, and to analyze the effect of different genotypes on the prognosis of interventional
therapy in patients. Methods: 227 patients diagnosed with coronary heart disease ( CHD) were to undergo
coronary angiography and were selected to analyze the ALDH2 genotypes, CRP, SOD and NLR levels in
different groups of coronary artery lesions. Then, the recurrence rate of such adverse events as chest pain
and myocardial infarction after interventional therapy were compared among patients with different ALDH2

genotypes. Results: The proportion of GG type was different among different number of coronary artery
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lesions (P <0.05) ; there were no significant differences in CRP, SOD and NLR levels among CHD

patients with different genotypes (P>0.05) ; and there was no significant difference in the recurrence rate

of chest pain and myocardial infarction among patients with different ALDH2 genotypes after interventional

therapy. Conclusion; ALDH2 gene polymorphism is correlated with the degree of coronary artery lesions,

but has no significant correlation with CRP, SOD and NLR, and ALDH2 genotype has no significant

relation with the prognosis of CHD patients after interventional therapy.

Keywords: coronary heart disease; aldehyde dehydrogenase 2 ( ALDH2) ; gene polymorphism; coronary

artery lesions
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C % 11 (CRP) (4.63+9.26) mg/L; # Ak 1y 1
1L (SOD) (158.00+24.61) U/mg, 2 3 M DL [57%

.14 -

HI 60 4], Zr 93 il ; 4F % (63.0£10.4) % 5 Wi [k
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